U2OS or HeLa cells were transfected with Dharmacon si-NS or si-SRSF3 as described in Figure   4 and total RNA from the cells was analyzed by RT-PCR for the inclusion or exclusion of a MAP4K4 exon 23alt (A) and Sp1 alternative 3' splice site within exon 3 (B). *, non-specific product amplified from U2OS total RNA in (B). SD from three replicates was determined as described (61) after normalizing to U6 RNA, with the miRNA levels in si-NS being set to 1. *, p<0.05; **, p<0.01 by Student's t-test. Table S1 . List of primers used in this study. Figure S1 A hsa-miR-16 hsa-miR-21 hsa-miR-629 hsa-miR-1180 hsa-miR-128 hsa-miR-18a hsa-miR-182 hsa-miR-629* hsa-miR-1308 hsa-miR-92b hsa-miR-181a hsa-miR-100 hsa-miR-30a hsa-miR-26a hsa-miR-378 hsa-miR-206 hsa-miR-7 hsa-miR-125b hsa-miR-923 hsa-miR-99a 
